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Following publication of the original article [1], the authors identified the following errors:

Jonathan Foox, Jessica Nordlund, Claudia Lalancette, Ting Gong, Michelle Lacey
and Samantha Lent are co-first authors.
Affiliation 21 was incorrectly published. It should be: Department of Neurology, the

Second Affiliated Hospital of
Zhengzhou University, Zhengzhou

Second Affiliated Hospital of Zhengzhou University. Zhengzhou, China, 450014.

450014, China 3) Additional file 1 should contain the supplementary figures. The additional file 1 in
°Department of Quantitative Health this correction article has been updated accordingly.

Sciences, University of Hawaii John . L. . L. .

A. Burns School of Medicine, 4) Reference 9 in the original article has been updated to: Vaisvila R, Ponnaluri VKC,

Honolulu, HI 96813, USA
'Department of Physiology and
Biophysics, Weill Cornell Medicine,
New York, NY, USA

Full list of author information is
available at the end of the article
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sequencing detects DNA methylation at single-base resolution from picograms of

DNA. Genome Res. 2021 Jun 17;31(7):1280-9. doi: https://doi.org/10.1101/g.
266551.120. Epub ahead of print. PMID: 34140313; PMCID: PMC8256858.

The original article [1] has been corrected.
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Supplementary Information
The online version contains supplementary material available at https://doi.org/10.1186/513059-021-02573-y.

[ Additional file 1. Contains the supplementary figures (Supplementary Figure 1-14). J
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