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Cell-free translation systems offer the speed and accuracy required for automated proteomic analysis.
In the Early Edition of the Proceedings of the National Academy of Sciences, Sawasaki ef al. describe
an optimized system that significantly improves cell-free systems for high throughput analysis. The
system, based on the germ extracts, includes optimized 5' and 3' RNA untranslated regions (UTRs) that
enhance translation, a high-yield expression vector and convenient PCR-based cloning techniques. The
system can be used to generate 50 proteins in large amounts in just two days and the products are stable
for up to two weeks. These features, combined with the verified structural and functional integrity of the
protein products, suggest that this system is amenable for scale-up and high-throughput analysis.
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