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In the 10 November Science Semino et al. use haplotypes from the non-recombining portion of the Y
chromosome (NRY) of 1007 individuals to determine that ten lineages can account for 95% of European
Y chromosomes (Science 2000, 290:1151-1155). Based on the geographic distribution of the haplotypes,
and their age (estimated using the variation of associated microsatellites), Semino et al. identify two
major haplotypes as belonging to Paleolithic peoples who migrated from the Iberian peninsula and the
present Ukraine following the Last Glacial Maximum. (During this glacial period humans were forced to
vacate most of central Europe.) Most of the other haplotypes are derived from Neolithic peoples who
migrated from the Middle East.
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