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Minireview
Genome scans and microarrays: converging on genes for
schizophrenia?
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Abstract

Systematic genome-wide scans to date have shown that genes of major effect are not common causes
of schizophrenia, but independent linkage studies looking for schizophrenia susceptibility genes are
converging on a number of key chromosomal locations. Microarray expression analysis may identify
new candidate genes and pathways, and a number of intriguing preliminary findings have already been
reported.
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Systematic genome-wide linkage scans
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Figure 1
Human chromosomes showing the major chromosomal regions that have been implicated in schizophrenia by linkage studies. Blue lines indicate regions
for which evidence of linkage has been found in more than one data set; red lines indicate regions for which evidence of linkage has been found with
statistical significance.
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