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Unraveling regulatory networks in plant defense using microarrays
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Abstract

DNA microarrays are being used to comprehensively examine gene expression networks during the
plant defense response that is triggered when a plant encounters a pathogen or an elicitor molecule. In
addition to identifying new genes induced during defense, these studies are providing new insights into
the complex pathways governing defense gene regulation. 
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Figure 1
WRKY proteins are key regulators of gene expression
during SAR. (a,b) The PR-1 gene is thought to be regulated
by three transcription factors: a TGA-bZIP factor and an
unknown factor that activate transcription, and a WRKY
factor that represses transcription [11]. SNI1 is a negative
regulator of PR-1 gene expression, possibly acting through
the WRKY factor. (b) NPR1 regulates PR-1 gene expression
through interactions with the TGA-bZIP factor, and
possibly with the other two transcription factors and/or
with SNI1. (c) Common regulation of genes in the PR-1
regulon is proposed to occur through WRKY transcription
factors acting either positively or negatively and in an
NPR1-dependent fashion. Dashed lines indicate putative
interactions.
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