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Structure and dynamics of the post-transcriptional mRNA-
processing machinery
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Figure 1
The principle of FRAP. FRAP experiments have been used to
analyze the mobility of proteins in the nuclei of living cells.
Color-coded fluorescence intensity in the nuclei of two living
cells expressing the pre-mRNA splicing factor SF2/ASF fused
to GFP is shown. The red peaks represent nuclear speckles,
where GFP-SF2/ASF is concentrated in vivo. The blue ‘holes’ in
the cell background represent the bleached area. The
recovery of fluorescence as a consequence of protein mobility
is followed over time. Images courtesy of Tom Misteli.
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From function to structure
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Figure 2
Subcellular localization of the Ref protein REF2-II in HeLa
cells. REF2-II is distributed at lower levels throughout the
nucleoplasm and is concentrated in 20-40 distinct domains,
called the nuclear speckles, which are nuclear sub-
compartments enriched in splicing factors. Two identical
cells are shown. 
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Figure 3
Ribbon diagrams of the structures of the RNA-binding
domains of TAP and PAP compared with the known
structures of Sex lethal and ribosomal protein S6. The
structures are shown in a similar orientation after optimal
superposition. Note that, despite the similar folding, none of
these proteins exhibits significant sequence similarities. Images
courtesy of Elena Conti (EMBL, Heidelberg, Germany).
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