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Correction: Genome Biol 25, 233 (2024)
https://doi.org/10.1186/s13059-024-03375-8

Following publication of the original article [1], the authors identified two typos in affili-
ation 3 and 4. The incorrect and correct affiliations are given below.

Incorrect: 2 Southern Alberta Genome Sciences Centre, Lethbridge, AB, T1K3M4,
Canada

Correct: ® Southern Alberta Genome Sciences Centre, University of Lethbridge, Leth-
bridge, AB, TIK3M4, Canada

Incorrect: * Canadian Centre for Behavioral Neuroscience, Lethbridge, AB, T1K3M4,
Canada

Correct: * Canadian Centre for Behavioral Neuroscience, University of Lethbridge,
Lethbridge, AB, T1K3M4, Canada

The original article [1] is corrected.
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