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Following publication of the original article [1], the authors identified a typesetting error 
in Eq. 3, 4 and 10, as well as in Algorithm 1 equation. An erroneous “ll” was typeset at 
the start of the equations.

The incorrect and corrected versions are published in this correction article.
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Incorrect Algorithm 1

 
Correct Algorithm 1

The original article [1] is corrected.
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