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Author Correction: Genome Biol 23, 227 (2022)
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Following publication of the original article [1], the authors identified an error in 
Additional file 1: Supplementary figures 1-11 and INSERT-seq protocol. The protocol 
was not correctly incorporated into the file. The corrected Additional file 1 is given in 
this correction article and the original article [1] has been corrected.

Supplementary Information
The online version contains supplementary material available at https:// doi. org/ 10. 1186/ s13059‑ 023‑ 02979‑w.

Additional file 1. Supplementary figures 1‑11 and INSERT‑seq protocol.
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