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Following the publication of the original paper [1], the authors reported a typographical error in the sequence of SAMlibrary-HiSeq_50bp-F1 used for NGS library preparation (as listed in Table S1).
The sequence for Primer 1: SAMlibrary-HiSeq_50bp-F1 has two extra bases inserted
(in bold) ACACTCTTTCCCTACACGACGCTCTTCCGATCTATCTTGTGGAAAGG
ACGAAACA
The correct sequence should be:
ACAC TCT TTC CCTACACGACGC TCT TCC GATCTC TTG TGG AAAGGACG
AAACA
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