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Jibril Hirbo1,6, Simon Thompson1, William Beggs1, Thomas Nyambo7, Sabah A. Omar8, Dawit Wolde Meskel9,
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Correction to: Genome Biology (2019) 20:82
https://doi.org/10.1186/s13059-019-1679-2

Following publication of the original article [1], a typo-
graphical error in the formula for calculating di in the
“Scans for local adaptation” subsection in the Method
section, was identified. The correct formula should be

di ¼
X

j≠i

Fst i; jð Þ−E Fst i; jð Þ½ �ð Þ=sd Fst i; jð Þð Þ

The authors apologize for any confusion this error
may have caused.
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