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ERRATUM Open Access
Erratum to: The advantages of SMRT
sequencing

Richard J. Roberts1*, Mauricio O. Carneiro2 and Michael C. Schatz3
Erratum
It has been highlighted that the original manuscript [1]
has been published in duplicate and indexed on the
SpringerLink platform. The duplicate article [2] is not
the official version of this manuscript. We apologise for
any confusion caused by this discrepancy and acknow-
ledge the former, original manuscript [1], also indexed
on the PubMed platform, as the official version of this
work on behalf of the author.
The publisher apologises for these errors.
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