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ERRATUM Open Access
Erratum to: Comprehensive gene panels
provide advantages over clinical exome
sequencing for Mendelian diseases

Saudi Mendeliome Group*
Erratum
Unfortunately, the original version of this article [1]
contained a mistake. In the Acknowledgement section of
the article the author Saeed Bohlega was incorrectly
spelt as Saeed Boholega. We apologise for this error.
The author’s name has been included correctly in the list
below:
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