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Figure 1
Growth of Xenopus sequence information in GenBank as of
June 2000. 
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Figure 2
Cluster analysis of publicly available Xenopus sequences.
Sequences deposited in public databases up to June 2000
(30,152 sequences) were clustered using an unpublished
method developed by Jason Goncalves (University of
Toronto, Canada). Each cluster represents a set of unique
sequences, which in many cases represents an individual
gene but does not currently distinguish between alternate
splice variants.
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Figure 3
A stage 45 F2 generation transgenic Xenopus tadpole,
transgenic for tau-GFP. Accumulation of signal is observed in
the olfactory bulb and nasal pits. The parent line was
prepared by Nick Marsh-Armstrong (Carnegie Institution of
Washington, Baltimore, USA). Photograph courtesy of Paris
Skourides (Laboratory of Molecular Vertebrate Embryology,
Rockefeller University, New York, USA).
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