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DNA microarrays can identify all the genes that respond to a given perturbation, but indirect effects
can make the lists overwhelmingly long. Lyons et al. report in the July 5 Proceedings of the National
Academy of Sciences that such a list can be narrowed down by searching for shared promoter motifs
(Proc. Natl. Acad. Sci. USA 2000, 97:7957-7962). They find that up to 15% of yeast genes change
expression levels in cells deprived of zinc. But only 46 genes have both a candidate zinc-responsive
element (ZRE; identified by a motif-finding algorithm) for binding the Zap1p transcriptional activator,
and a higher expression level when both Zap1p is intact and zinc is low. Zinc induction by some of these
promoters and their candidate ZREs is confirmed, and some of the genes give clues as to how the cell
responds to a lack of zinc.
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