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The fork’ed path to mitosis
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Abstract

A concurrence of genomic, reverse genetic and biochemical approaches has cracked the decade-
long enigma concerning the identity of the transcription factors that control gene expression at
the G2/M transition in the budding yeast cell cycle.
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Transcriptional circuits in the cell cycle
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Figure 1
The transcriptional wiring diagram of the budding yeast cell cycle. (a) Waves of transcriptional activation (red) and repression
(green) across two synchronous division cycles, as determined by DNA microarray analysis. Colored bars indicate cell cycle
phases. (b) Cell-cycle-regulated gene clusters. (c) The main transcriptional circuits. The dashed line represents undetermined
intermediaries between the CLN2 cluster and the CLB2 cluster. Panels (a) and (b) are modified and reproduced with
permission from the experiment depicted in Figure 1 of Spellman et al. [2].
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Figure 2
Regulation of the CLB2 cluster by SFF. Abbreviations:
APC/C, anaphase-promoting complex/cyclosome; DBD,
DNA-binding domain; FHA, forkhead-associated domain; P,
phosphorylation; X, presumptive repression machinery. See
text for further details.
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